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The NanoBioAnalytical (NBA) platform combines different complementary highly sensitive biophysical technologies for in-depth label-free investigation of biological samples at the
nanoscale level. It is mainly devoted to the qualification of biological samples including extracellular vesicles (EVs), allows biodetection, phenotyping and sizing of EVs subsets by
multiplexed immunocapture on biochips monitored by Surface Plasmon Resonance (SPR) on biochip, followed by a subsequent investigation by Atomic Force Microscopy (AFM).
Moreover, a proteomic analysis of biological samples specifically captured on biochip Is further achieved through nano-liguid chromatography-tandem mass spectrometry (MS). In
parallel, a characterization in solution, giving size and concentration of the biological species of interest, helps to normalize the conditions of sample injection process on the NBA
platform. This label-free system allows the gqualification of biological samples including the difficult EVs samples, without limitation in size, from diverse origins [1, 2] and at a dynamic
range from 10° to 10° particles/mL. The utility of the NBA platform was also recently highlighted by the EVs community in the latest MISEV guidelines [3]. This combination of techniques
allows understanding features of EVs In different physiological and pathological mechanisms.
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NBA platform = modular, versatile and upgradable for deep investigation of
EVs and their subsets from diverse origins in term of size and phenotype
gualification

3 calibration particles developed:

VLPs (50 nm), biofunctionalized beads (140 , 480 and 920 nm)
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v Integration of biodetection system upstream and/or directly on lab-on-chip
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